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Uniprot EchoLOCATION Bernsel Total
& Daley
(2009)

Reference proteome 4303 4345* 1133 4303
(E.coli K-12)

Matching annotations 1613 1646 850 1652

Unique (IM proteome) 11 29 4 44

Unique (total) 12 1998 4 2014

Contradicting annotations 425 599 254 601

Existing annotations 2050 4243 1108 4267

% of reference proteome 48% 98% 26% 99%

Missing annotations 2253 60 - 36

Missing and unresolved 2678 659 254 637
annotations

% of reference proteome 62% 15% 6% 18%

STEPdDb total contribution 3352 1333 560 1311

over previous annotations

de novo annotated 2253 60 84 36

revised 674 674 222 674

resolved 425 599 254 601

experimental validations 1205

references added 118

% of reference proteome  76.89% 35.37%  7.87% 32.81%
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Figure 1 Orfanoudaki and Economou
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Figure 2 - Orfanoudaki and Economou
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Figure 5 Orfanoudaki and Economou
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